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Fig. 1. Biomass of maize inbred lines (B73 and MO17) in non stress and salinity stress treatments
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Table 1. Identified proteins in maize inbred line (b73) in salinity stress (200 mm nacl) treatment
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B IS 05 ook oaliie JSU5 055 S S5 5 i
W ,S6 Molecular 6 K Sy ) i Molecular ol 03l
J5 60y o los Sy o o slad Mg Induction Weight- Theoratical Isoelectric weight -Observed Isoelectric
Spot ID Identity Accession number 2 - species Factor (KDa) Point- Theoratical (KDa) point- Observed
0204 Peroxiredoxin-2E, chloroplastic Q949U7 A. thaliana 0047 1727 501 1810 501
1212 Photosystem | chlorophyll a/b-binding protein 2, chloroplastic QI9SYWs8 A. thaliana 0096 2451 502 2443 517
Bifunctional dolabella-3,7-dien-18-ol synthase/dolathalia-3,7,11-triene .
1402 . AOAL78U9Y5 A. thaliana 0073 6347 522 6328 517
synthase TPS20, chloroplastic
1504 Vacuolar protein sorting-associated protein 35B F410P8 A. thaliana 016 3459 523 3355 517
1505 B3 domain-containing transcription factor ABI3 Q01593 A. thaliana 0057 8241 522 7950 520
2210 Adenine phosphoribosyltransferase 4 QIsuU38 A. thaliana 023 1958 528 2035 535
2211 Ubiquitin-conjugating enzyme E2 14 P42747 A. thaliana 0058 1955 534 1859 536
2212 Peptide methionine sulfoxide reductase B2, chloroplastic Q9C5C8 A. thaliana 013 1574 537 1510 536
2408 Protein NTM1-like 9 FAIN35 A. thaliana 0023 5752 535 5725 533
2409 D-2-hydroxyglutarate dehydrogenase, mitochondrial 023240 A. thaliana 0005 54.00 537 5243 542
2511 Protein TIC110, chloroplastic Q8LPR9 A. thaliana 0012 106.33 532 106.33 536
2515 Histone-lysine N-methyltransferase MEDEA 065312 A. thaliana 004 7847 531 7741 550
2605 Calmodulin-binding transcription activator 4 QIFYG2 A. thaliana 0024 11306 533 11796 534
2608 Exportin-T Q7PC79 A. thaliana 0038 11145 549 11146 544
2609 Transportin MOS14 Q8GUL2 A. thaliana 018 11123 556 10691 561
3206 Cold shock protein Q41188 A. thaliana 007 1965 561 1869 584
3207 Protein TRIGALACTOSYLDIACYLGLYCEROL 5, chloroplastic Q8VY77 A. thaliana 1388 899 561 917 560
3605 Protein translocase subunit SECAL, chloroplastic QISYI0 A. thaliana 0077 11115 563 107.45 5.64
3606 Isoform 2 of Protein translocase subunit SECA2, chloroplastic D8WUA4 A. thaliana 0097 11298 569 116.37 5.90
4204 Nuclear transcription factor Y subunit B-2 Q5QMG3 O .sativa 0033 1847 581 19.15 5.82
4205 Protein mago nashi homolog 1 AOAOPOXB70 O .sativa 009 1893 600 18.18 5.97
5205 Beta carbonic anhydrase 1, chloroplastic p27140 A. thaliana 007 26381 6.12 25.57 6.13
5307 Cathepsin B-like protease 1 FAHVZ1 A. thaliana 021 2988 6.13 29.20 6.18
6206 Transcription factor ILI6 QODUR2 O .sativa 338 1105 6.62 10.39 6.57
6207 Isoform 3 of Protein-L-isoaspartate O-methyltransferase 2 Q64J17 A. thaliana 1120 2166 6.69 24.02 6.60
6404 Peptide chain release factor PrfB3, chloroplastic F4J264 A. thaliana 005 4761 6.70 45.96 6.74
6407 Transcription factor TGA10 E3VNM4 A. thaliana 0053 4654 6.50 46.59 6.55
7307 Phytolongin Phyl2.2 QILVV3 A. thaliana 0.069 30.45 6.98 29.13 6.78
a: NCBI database access numbers NCBI (slaolKl o305 53 (g s olet @
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Table 2. Identified proteins in maize inbred line (mo17) in salinity stress (200 mm nacl) treatment
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A IS5 055 o otalin JSU50 035
Y U3 Wi, S Molecular 6 S Sy 5 dais Molecular 0 o3l S SU1y ) dlais
J5 S o fd 0 jlads M Induction Weight- Theoratical Isoelectric weight —Observed Isoelectric
Spot ID Identity Accession number ? - species Factor (KDa) Point- Theoratical (KDa) point- Observed
1008 Thioredoxin H3 Q42403 A. thaliana 2448 1365 509 1297 505
1406 Magnesium-chelatase subunit Chll-1, chloroplastic P16127 A. thaliana 720 4113 510 3992 505
1407 1-aminocyclopropane-1-carboxylate oxidase 3 065378 A. thaliana 1139 3739 506 3653 509
2404 Dehydration-responsive element-binding protein 2A 082132 A. thaliana 3341 3655 519 37.70 517
2603 (S)-beta-macrocarpene synthase QlEG72 Zea mays 3848 6268 513 6393 514
3109 Metacaspase-4 064517 A. thaliana 608 1973 528 2055 525
3304 Putative casein kinase Il subunit beta-4 080507 A. thaliana 1290 3190 524 3157 520
4808 Protein CHLOROPLAST UNUSUAL POSITIONING 1 QoLI74 A. thaliana 003 11401 537 11567 546
4809 Calmodulin-binding transcription activator 4 QIFYG2 A. thaliana 735 11509 532 11796 534
4810 Small RNA 2'-O-methyltransferase Q9C5Q8 A. thaliana 714 10519 531 10445 530
5303 ATP synthase subunit gamma, chloroplastic POC1MO Z. mays 019 3391 545 3495 568
6105 Soluble inorganic pyrophosphatase 1 Q93V56 A. thaliana 840 2439 576 2448 574
6204 Basic leucine zipper 24 Q8GTS1 A. thaliana 0039 2559 584 26.09 586
7108 Dual specificity protein phosphatase 1B QIMBK7 A. thaliana 2825 1752 607 1731 6.05
8005 Auxin-responsive protein IAA5 P33078 A. thaliana 021 16.08 6.36 1835 6.37
8006 Dehydrin HIRD11 Q9SLJ2 A. thaliana 1329 1346 6.78 1119 667
8401 Anthranilate O-methyltransferase 2 B6SU46 Z. mays 017 4426 652 4266 657
8402 Homeotic protein knotted-1 p24345 Z. mays 528 4038 643 3982 641
8508 Equilibrative nucleotide transporter 1 Q8VXY7 A. thaliana 1455 50.10 6.73 4934 6.76
9504 Glycerol-3-phosphate dehydrogenase [NAD(+)] GPDHC1, cytosolic 022216 A. thaliana 548 5021 683 5149 6.82
a: NCBI database access numbers NCBI (slaoll 0313 53 (oo 23 05let A
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salinity stress (200 mM NaCl) (b) treatments
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Effect of salinity stress on protein profile of susceptible and tolerant maize
(Zea mays L.) inbred lines

Bandehagh, A., E. Dorani?, S. Aliyari Rad?, N. Khalili Korani*and
S. Moharramnejad?®

ABSTRACT

Bandehagh, A., E. Dorani, S. Aliyari Rad, N. Khalili Korani and S. Moharramnejad. 2021. Effect of salinity stress on
protein profile of susceptible and tolerant maize (Zea mays L.) inbred lines. Iranian Journal of Crop Sciences. 23(2): 157-172.
(In Persian).

This syudy was performed to study the variation in proteome pattern in leaves of maize B73 and MO17
inbred lines under 200 mM sodium chloride salinity stress and also non stress conditions. The experiment carried
out as factorial arrangements in randomized block design in hydroponic systems at the faculty of agriculture,
University of Tabriz, Tabriz, Iran, in 2017. Biological yield in both lines decreased under salinity stress
compared to the control. Proteome analysis of leaf tissue showed that 28 from 78 repeatable protein spots in B73
and 20 from 123 repeatable protein spots in MOL17 had significant frequency variation under stress.
Identification of proteins was done by pl and molecular weight. Candidate proteins involved in the pathways of
metabolism and energy production, messenger and channel, cell protection and defense and proteins involved in
the folding of other proteins. The highest number of stress response proteins in B73 and MO17 lines related to
the pathways of metabolism and energy production, messenger and channel, and proteins involved in the folding
of other proteins. In both B73 and MO17 lines, all channel and messenger proteins decreased and increased,
under salinity stress, respectively. One of the most important proteins with significant frequency variation was
observed for calmodulin-binding transcription activator 4 protein, which plays an important role in plant growth
and responses to environmental stimuli. This protein decreased in B73 line and increased significantly in MO17
line. Development of the vascular system is prevented by reducing the channel and messenger proteins as well as
the transfer of ions and toxic substances to the shoot. All proteins involved in metabolism and energy production
decreased under salinity stress in B73, and in contrast, most of these proteins increased in MO17. In other words,
the relative increase in these proteins lead to an increase in plant metabolism and then the plant fuels more
energy to cope with stress. These results can explain, to some extents, the relative susceptibility of MO17 in
comparison with B73 under salinity stress conditions.
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